* range in 'S' is based on values for 'S' from ML model, where S = logit(sensitivity) + logit(1 -specificity). 1 -range 3 to <6; range 6 to <8; range 8+ † number of zero false positive and false negative cells as a percentage of the total number of cells per analysis. 1 -<5%; 2 -5 to 10%; 3 ->10% ‡ model would not converge for HSROC model either with parallel curves or non-parallel curves § model would not converge for HSROC model with parallel curves || model would not converge for HSROC model either with non-parallel curves

